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(a) Trp
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(b) Phe
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(c) Tyr

helix sheet loop diso
Secondary Structure

0.00

0.02

0.04

0.06

0.08

0.10

Fr
eq

ue
nc

y

Frequency of  ILE
Bacteria
Archaea
Eukaryota

(d) Ile
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(e) Met
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(f) Leu
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(g) Val
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(h) Asn
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(i) Cys
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(j) Thr
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(k) Ala
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(l) Gly
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(m) Arg
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(n) Asp
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(o) His
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(p) Gln
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(q) Ser
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(r) Glu
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(s) Lys
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Figure S6. Frequency of amino acids in different secondary structures in bacterial and eukaryotic proteins.
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